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In the Specification: 

Please amend the specification as shown: 

Page 1, before paragraph [0001], please insert the following: 
Sequence Listing 

The instant application contains a "lengthy" Sequence Listing which has been 
submitted via CD-R in lieu of a printed paper copy, and is hereby incorporated bv 
reference in its entirety. Said CD-R. recorded on April 26. 2006. are labeled CRF, 
"Copy 1" and "Copy 2". respectively, and each contains only one identical 888 Kb file 
(SEQ4072U.APP). 

Please delete paragraph [0148] and replace it with the following paragraph: 

[0148] When designing the siRNA molecules, the targeted region often is selected 
from a given DNA sequence beginning 50 to 100 nucleotides downstream of the start 
codon. See, e.g., Elbashir et al,. Methods 26:199-213 (2002). Initially, 5' or 3' UTRs and 
regions nearby the start codon were avoided assuming that UTR-binding proteins and/or 
translation initiation complexes may interfere with binding of the siRNP or RISC 
endonuclease complex. Sometimes regions of the target 23 nucleotides in length 
conforming to the sequence motif AA(N19)TT (SEQ ID NO: 18) (N, an nucleotide), and 
regions with approximately 30% to 70% G/C-content (often about 50% G/C-content) often 
are selected. If no suitable sequences are found, the search often is extended using the 
motif NA(N21). The sequence of the sense siRNA sometimes corresponds to (N19) TT or 
N21 (position 3 to 23 of the 23-nt motif), respectively. In the latter case, the 3' end of the 
sense siRNA often is converted to TT. The rationale for this sequence conversion is to 
generate a symmetric duplex with respect to the sequence composition of the sense and 
antisense 3' overhangs. The antisense siRNA is synthesized as the complement to position 
1 to 21 of the 23-nt motif. Because position 1 of the 23-nt motif is not recognized sequence- 
specifically by the antisense siRNA, the 3'-most nucleotide residue of the antisense siRNA 
can be chosen deliberately. However, the penultimate nucleotide of the antisense siRNA 
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(complementary to position 2 of the 23-nt motif) often is complementary to the targeted 
sequence. For simplifying chemical synthesis, TT often is utilized. siRNAs corresponding to 
the target motif NAR(N17)YNN, where R is purine (A,G) and Y is pyrimidine (C,U), often are 
selected. Respective 21 nucleotide sense and antisense siRNAs often begin with a purine 
nucleotide and can also be expressed from pol III expression vectors without a change in 
targeting site. Expression of RNAs from pol III promoters often is efficient when the first 
transcribed nucleotide is a purine. 

Please delete paragraph [0241] and replace it with the following paragraph: 

[0241] For each polymorphism, SpectroDESIGNER™ software (Sequenom, Inc.) 
was used to generate a set of PCR primers and a MassEXTEND™ primer was used to 
genotype the polymorphism. Table 4 shows PCR primers and Table 5 shows extension 
primers used for analyzing polymorphisms. The initial PCR amplification reaction was 
performed in a 5 jil total volume containing 1X PCR buffer with 1.5 mM MgCI 2 (Qiagen), 200 
jiM each of dATP, dGTP, dCTP, dTTP (Gibco-BRL), 2.5 ng of genomic DNA, 0.1 units of 
HotStar DNA polymerase (Qiagen), and 200 nM each of forward and reverse PCR primers 
specific for the polymorphic region of interest. 



TABLE 4: PCR Primers 



Referenc 
e 

SNP ID 


Forward 
PCR Drimer (SEQ ID NOS 19-23) 


Reverse 
PCR Drimer (SEQ ID NOS 24-28) 


rs1671152 


ACGTTGGATGAGGGCTGTGCAGAGGCCGCTT 


ACGTTGGATGTGAACATCCTGTCGGCCTCC 


rs1050348 


CAGCTGGATGACTACAATGC 


TGTTCATGTCTTCGGCATCC 


TS454422 


CAGCI I I I GAGGCAC I I ICC 


AGCACCTTGCATACGCATAG 


rs763471 


TAACTCCTGTGTGG CTTTCT 


GTGAAGAGCTCTGAAATGCC 


rs2046778 


CATGAAGCCTTATGCTTGAG 


GTTCCCTTCCCCCATAAAAC 



Please delete paragraph [0243] and replace it with the following paragraph: 

[0243] Once the SAP reaction was complete, a primer extension reaction was 
initiated by adding a polymorphism-specific MassEXTEND™ primer cocktail to each sample. 
Each MassEXTEND™ cocktail included a specific combination of dideoxynucleotides 
(ddNTPs) and deoxynucleotides (dNTPs) used to distinguish polymorphic alleles from one 
another. In Table 5, ddNTPs are shown and the fourth nucleotide not shown is the dNTP. 
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TABLE 5: Extend Primers 



Reference 
SNP ID 


Extend 
Probe (SEQ ID NOS 29-33) 


Term 
Mix 


rs1671152 


CTCCATCCTGACCCCCGT 


ACT 


rs 1050348 


CACTTGACCAGGCCCTTAAC 


ACG 


rs454422 


GATCCTTCTCACTTACTGTTC 


ACT 


rs763471 


CTCCAAGCAGTAAAGATGTTC 


CGT 


rs2046778 


CTGTCATGATTGACAGGTCC 


ACT 



Please delete paragraph [0253] and replace it with the following paragraph: 

[0253] The methods used to verify and allelotype the proximal SNPs of Table 7 are 
the same methods described in Examples 1 and 2 herein. The PCR primers and extend 
primers used in these assays are provided in Table 8 and Table 9, respectively. 



TABLE 8 



dbSNP 
rs# 


Forward 

PCR Drimer (SEQ ID NOS 34-156) 


Reverse 

PCR Drimer (SEQ ID NOS 157-279) 


10666 


ACGTTGGATGAGATGGCCCCTCTCCCCT 


ACGTTGGATGAGTGGACTGGCCTGCAGGT 


172006 


ACGTTGGATGGGTTGAGGAGTATTCCATTG 


ACGTTGGATGTGGGTGACAGCAAGACTCCA 


269909 


ACGTTGGATGAGTTTCTTGTCTCCTGGGTG 


ACGTTGGATGCACAACAATGAAAGGACAAGC 


269910 


ACGTTGGATGGGCTGCTCAGGTTCTAAAAG 


ACGTTGGATGCCCCAGTTCCTTATCTGATC 


269911 


ACGTTGGATGGGTGACAAAGTGAGACTCCG 


ACGTTGGATGTGACTAGCTGGGATTATGGG 


269912 


ACGTTGGATGAGGAGAGCCTGCAGGTTGAA 


ACGTTGGATGTCCCTTGATTGTCATCACAG 


269913 


ACGTTGGATGAGATGCACCGAATGGATCTG 


ACGTTGGATGTCCTAGGACACAGTGTGGAC 


269915 


ACGTTGGATGAAGCTGAGATTGTGCTGCTG 


ACGTTGGATGACTACTCTACTTTCTACCCC 


269916 


ACGTTGGATGAACTCCTGACCACGTGATCC 


ACGTTGGATGAAAGTGTAGCTGGGCATGGC 


703464 


ACGTTGGATGAAAAGTAGCTGAGCGTGGTG 


ACGTTGGATGCCCAGGTTCAAACAGTTCTC 


703465 


ACGTTGGATGGCTGTGATGACAATCAAGGG 


ACGTTGGATGAGCAGGAACTGGCATTTGAG 


703467 


ACGTTGGATGAAACTTACGAAGGTCTGGGC 


ACGTTGGATGGGGTTTCAGGAACATTCACC 


703468 


ACGTTGGATGGAAAGGAACAAGTGATCCAG 


ACGTTGGATGCTTCTGAAAAAGGAGAAGGG 


754235 


ACGTTGGATGGTGGAACAAACAGTTGGAGC 


ACGTTGGATGGAGTGGAGATCATGCCATTG 


775821 


ACGTTGGATGTTTTCTCATCCGCCAGCAGG 


ACGTTGGATGACAGAGCACAGGTCCCTTTC 


775822 


ACGTTGGATGAAAAGTAGAGCATGTGGACC 


AC GTTG G ATG G G G ATG AAC AG AC AATC CTC 


775894 


ACGTTGGATGAGGCAGGAGGACTGATTGAG 


ACGTTGGATGTTGTAGAGACAGGGTCTTGC 


775900 


ACGTTGGATGTCTGCAACGTTCGTTCTTCC 


ACGTTGGATGTTCTTAATGTGCCCACTGTC 


775903 


ACGTT GGATGTG I GCCCGGCCC I I I I I I IC 


ACGTTGGATGGGACTCCAGTCTGAGTGACA 


776251 


ACGTTGGATGAATCCTAGCTACTCAGGAGG 


ACGTTGGATGATGGTATGATCTAGGCTCCC 


892088 


ACGTTGGATGATTGGTTACACTGGGACTGC 


ACGTTGGATGAAGCGGTGATTCTCAGCCTC 


892089 


ACGTTGGATGCCCTACAAGAATCCCGAGAG 


ACGTTGGATGAAGCTGTAGCATCGGTAGGTT 


892090 


ACGTTGGATGAAGCTGTAGCATCGGTAGGTT 


ACGTTGGATGCCCTACAAGAATCCCGAGAG 


892091 


ACGTTGGATGAAGATGGAGGACCACAGGTG 


ACGTTGGATGACCGGAATTACTGAGAGGTC 


1036231 


ACGTTGGATGAACAGTACTAAGGGCAGATG 


ACGTTGGATGGTCCAGGGTGTTTACTGTTC 
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1036232 


ACGTTGGATGCCAAAGAAACTCCCAGAATC 


ACGTTGGATGGATCGTGCCATTGCACTTTG 


1043673 


ACGTTGGATGTGAAGTCATGAGAAGAAGGC 


ACGTTGGATGGCTGCTGGAAGAAATAGAAG 


1043678 


ACGTTGGATGTTCATGATCTGAATCCCCCC 


ACGTTGGATGGAACTCATTATCCCTGAGGG 


1043680 


ACGTTGGATGTCTAGCCCAGCAATGAACTC 


ACGTTGGATGTTCCAGGTGTTGGTGAACTG 


1043684 


ACGTTGGATGCTCAATATACCCGTGATACAG 


ACGTTGGATGTTTAGCCATGATTCTGCCTC 


1054796 


ACGTTGGATGAGTGTCACCCTGATTTCCAG 


ACGTTGGATGCACCTTGGGAAATACGTTGC 


1059211 


ACGTTGGATGCTCAGCTCCTTGGTGAAGAG 


ACGTTGGATGGGCAGACGAGGAAGTATAAC 


1064675 


ACGI IGGAIGGAGI ICCCICAGI I I I IAI IG 


ACGT1 GGA I GCC I AC I AGA I ICCI I I I IGC 


1560714 


ACGTTGGATGATCTGCTGACCTCGTGATCC 


ACGTTGGATGAAAAGACAGTCTCAGGTGGG 


1613662 


ACGTTGGATGATGGACCCTGCAGAACCTAC 


ACGTTGGATGTCTGATTTCCCAGGAACCTC 


1625609 


ACGTTGGATGTCAAGCGATTCTCCTGCCTC 


ACGTTGGATGAAAAAATGAGCTGGGCGTGG 


1625689 


AC GTTG G ATG GTAATC C C AG CTACTTG GAG 


ACGTTGGATGATCTTGGCTCACTGCAGCCT 


1626971 


ACGTTGGATGTATTAAATGCACCTGGCACC 


ACGTTGGATGCAAAGTGCTGGGATTACAGG 


1654406 


ACGTTGGATGCTTCTATTTCTTCCAGCAGC 


AC G TTG G ATGTTTCTTC C C C C ATTGT AC C C 


1654409 


ACGTTGGATGGTGAAACCTTGTCTCATATAC 


ACGTTGGATGTGAGAGTAGGCATGTGGTAC 


1654410 


ACGTTGGATGACTGTGCCTAGGCTATACTG 


ACGTTGGATGGGAAAATCATACTGAGATGC 


1654411 


ACGTTGGATGTGGAACTTCTTGGTGCCATC 


ACGTTGGATGCCTGTAATCCCGGCACTTTG 


1654412 


ACGTTGGATGATTAGCCAGGTGTGGTGGTG 


ACGTTGGATGTCAAGCCATTCTCCCACCTC 


1654413 


ACGTTGGATGAGGGCTGTGCAGAGGCCGCTT 


ACGTTGGATGTCCATCCTGACCCCCGTTTG 


1654415 


ACGTTGGATGCCAAGAAAGTCCTTGGTGTG 


ACGTTGGATGCTTTGAAATGGCCCCATCAC 


1654416 


ACGTTGGATGTCTGCTGAGCATGAAATGCC 


ACGTTGGATGCTGAACTGACCGTCTCATTC 


1654419 


ACGTTGGATGTATCATACGCTAGGCTGGAG 


ACGTTGGATGATGTTTCTCCTGCCTTGGTG 


1654420 


ACGTTGGATGCCAACCAACCAACAAACCTG 


ACGTTGGATGTGGAAGTTTGAGAACCGCTG 


1654421 


ACGTTGGATGAGGACACAGGAATCCAGAAG 


ACGTTGGATGGCACATTCTGGGCTATTAAC 


1654424 


ACGTTGGATGTAGGTGGGAAGGAAGTGGGA 


ACGTTGGATGCCACTTCTTTCCCACCTATG 


1654425 


ACGTTGGATGTACCTGTGACCACAAGCTCC 


ACGTTGGATGTGCTACAGCTTCTCCAGCAG 


1654438 


ACGTTGGATGAATCAACTAGGCATGGTGGC 


ACGTTGGATGCCAGGTTCAAGCGATTCTCC 


1654439 


ACGTTGGATGCCCCATATACATGTGCGATG 


AC G TTG G ATG AATG G G GTGTTTCTG G AG C A 


1654441 


ACGTTGGATGAGTAGCTGGGATTACAGGCG 


ACGTTGGATGGGAGTTCAAGATAAGCCTGG 


1654442 


ACGTTGGATGAGGAGAATGGTGTGAAGCTG 


ACGTTGGATGAATCTTGCTCTGTCACCCAG 


1654444 


ACGTTGGATGGGATGGTCCCAGTTTTACAT 


AC GTTG G ATG C C AG G AG AATC ACTTTTATG G 


1654446 


ACGTTGGATGAAAAGGAAGGGCATTCTGGC 


ACGTTGGATGTTTGGCCTCCCAAAGTACTG 


1654447 


ACGTTGGATGATCCCTGGGAAGACGGTCAT 


ACGTTGGATGTTACCTCTCCTGGCCAGTTC 


1654448 


ACGTTGGATGTGCTCACTGCATGAGATTCC 


ACGTTGGATGAACTTTGGCCTCCCAAAGTG 


1654449 


ACGTTGGATGAGTCCAGCCTGGCAAACATG 


ACG I TGGATGCAG I C I AA I C I C I C I I I I CCC 


1654451 


ACGTTGGATGTTTAAAATGCCCGCTGCACG 


ACGTTGGATGAGGAGGATGCACTTATGTGG 


1654452 


ACGTTGGATGCTGTACGCATTACCACAGAC 


ACGI I GGA I GG I I I IGGACICI IGACCIGC 


1654459 


ACGTTGGATGCAGGAGCTTGGGTACCCAC 


ACGTTGGATGCCCTCATCTGGAAATGTGTG 


1654485 


ACGTTGGATGTTGTACCACTGCACTCTAGC 


ACGTTGGATGCCTGACTCTACAGTTCTTGC 


1654491 


ACGTTGGATGCAGACGTCCGTGCTTCACC 


ACGTTGGATGTCCAGGAACAGACGGAGGTC 


1654495 


ACGTTGGATGATGACCATTGCTCGTCTGTG 


ACGTTGGATGGCTTTCTGCAGAGGTTGTCG 


1654496 


ACGTTGGATGAATCACAAATGGCAACACGG 


ACGTTGGATGTTTGGATGCTGGCACTTGTG 


1654497 


ACGTTGGATGACCCCATGCTGTGTTTTCTC 


ACGTTGGATGCAGAAGACTACCTGATTTGC 


1654498 


ACGTTGGATGCTTCCCACACCCACTATATC 


ACGTTGGATGGTTAGTGAGTCGGTGACATC 


1654499 


ACGTTGGATGCACTACCTCTCTAGCAACTG 


ACGTTGGATGACCTCAGATGATCTGCCCAC 


1654503 


ACGTTGGATGTCCTTGGCTTGTGGCCCTTC 


ACGTTGGATGAGCCAGGGCAACGTTTGAAG 


1654504 


ACGTTGGATGCCACCCCATGATTCCATTTC 


ACGTTGGATGTGCTGTGATGCACCTTTGAC 


1654505 


ACGTTGGATGCCCTGTCTCTCTAAAACCAC 


ACGTTGGATGATTCAAGCAGTTCTCGTGCC 


1671133 


ACGTTGGATGGTGGTCTCAACTTGGCTATC 


ACGTTGGATGCCAGATAGGATTCCAGGTTC 
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1671140 


ACGTTGGATGAGTCTGACAAGAGAGTCAGC 


ACGTTGGATGTCCTTTACCTACCCACATCC 


1671148 


ACGT1GGAIGGCCAICCI ICIGICI I I ICC 


ACGTTGGATGAGTGGCTCATGCCTGTAATC 


1671149 


ACG I I GGA I GC I I I I CCCAAG I GAC I CACC 


ACGTTGGATGAAAAGAATGGCTGGCCACAG 


1671150 


ACGTTGGATGGTGCTATGATCAAATCAGGG 


ACGTTGGATGACACCACTGCACTCTAGCTC 


1671151 


ACGTTGGATGGGAAAACCAGACAAGAGCAC 


ACGTTGGATGTGACTCTGTTCCATCCTCTG 


1671152 


ACGTTGGATGAGGGCTGTGCAGAGGCCGCTT 


ACGTTGGATGTGAACATCCTGTCGGCCTCC 


1671153 


ACGTTGGATGCCTACTCCGAACACACACAC 


ACGTTGGATGATTATAGGCATGAGGCACCG 


1671169 


ACGTTGGATGTCCTGTTGCTGGACACTATC 


ACGTTGGATGTCACACCTTCCGAGGATTAG 


1671170 


ACGTTGGATGAGGTGACAGTGCTGTACCTG 


ACGTTGGATGACAAAGAACAGTGAGAGGGC 


1671171 


ACGTTGGATGAAGCAAGATACCGTCTCAGA 


ACGTTGGATGCCGGGAAATGGAATAATTCC 


1671176 


ACGTTGGATGTGGAGCCACTTATGGAGAAC 


AC GTTG G ATG AC C C C AACTG AAAC AC AG AC 


1671178 


ACGTTGGATGTAATCCCAGCACTTTGGGAG 


ACGTTGGATGCATGTTTGCCAGGCTGGACT 


1671182 


ACG'l I GGA I GA I AGGGCGGC I ITTCTCCTG 


ACGTTGGATGCCTGGGAACTGAATGTCTCG 


1671187 


ACGTTGGATGAGTGCTCAGCAACGATTACG 


ACGTTGGATGGAGGGCTGCAGGTTGAGAAA 


1671188 


ACGTTGGATGGGAACCGCAGATGGACAATG 


ACGTTGGATGAGATCACAGAGTGAGGAGAG 


1671191 


ACGTTGGATGTCGGACGCACACAGACTGTAG 


ACGTTGGATGGGAAAGCGTATCTGCAGAGG 


1671192 


ACGTTGGATGTGGTAAGAGACGGACAGTTC 


ACGTTGGATGTCAGCAGAAAGGAGTGTGAG 


1671196 


ACGTTGGATGTTGCTAGGCAACAGGCACTC 


ACGTTGGATGTCTGTATCTGAGCCTCACTG 


1671198 


ACGTTGGATGATGAAACTAAGGCACATGGC 


ACGTTGGATGCTTATAATCTACCCTCTTAGC 


1671199 


ACGTTGGATGGCTGAAATTTGCTAAGAGGG 


ACGTTGGATGGACAGTTACTACTAGCAAGC 


1671214 


ACGTTGGATGAGGCGGAGAATGATCCGGTG 


ACGTTGGATGACGCCATCATTCGTGCATCC 


1671215 


ACGTTGGATGTTCTCCAAAGCACCCAAGTG 


ACGT ! GGA I GA I GC I GGGC I IGCI I I I ICC 


1671216 


ACGTTGGATGTGCTTGGGAGCAAGTTACAG 


ACGTTGGATGTTCCCCCTCCTGGTATTTAC 


1671217 


ACGTTGGATGTTGTCTCCATTCCTCCCTGG 


ACGTTGGATGTCTTGTCTTGCCCTCTCGCT 


1671218 


ACGTTGGATGTGAGTCTGGTAGGCAACTTC 


ACGTTGGATGTAGAAGCCAGTCGCTACATC 


1671219 


ACGTTGGATGTGATCTCGGCTCACTGCAAG 


ACGTTGGATGAAATTAGCTGGGCATGGTGG 


1671221 


ACGTTGGATGTGGTGAAACCCCATTTCTAC 


AC GTTG G ATGG GTTC AAG G G ATTCTC CTG C 


1671223 


ACGTTGGATGTCAAGTGATTCTCCTGCCTC 


ACGTTGGATGCCCACCTCTACTGAAAATAC 


1671224 


ACGTTGGATGTGAGTCTCACTCTTGTTGCC 


ACGTTGGATGCAGGAGAATCACTTGAACCC 


1671225 


ACGTTGGATGTATAGGCGTGAGCCACTATG 


ACGTTGGATGCTATTGGAAGCTACATGCTC 


1671226 


ACGTTGGATGTATTGGCCAGACTGGACTTC 


ACGTTGGATGAGTTACTCAGGAGGCTAAGG 


1671227 


AC GTTG G ATG G GTTTCTGTTC AG AG ATTC G 


ACGTTGGATGTGCAGTGAGCCTAGATCATG 


1671228 


ACGTTGGATGTCAGCCTCCCAGGGATTAAG 


ACGTTGGATGACATGGTGAAAACTCGTCTC 


1869616 


ACGTTGGATGTAATCCCAGCTACTCGGAAG 


ACGTTGGATGACGGTGGCTCACTTCAACCT 


2019599 


ACGTTGGATGGTGCTGGGATTATAGGCATG 


ACGTTGGATGTACTCCGAACACACACACAC 


2116883 


ACGTTGGATGATTACAGGCATGAGCCACTG 


ACGTTGGATGCACGCGCAGTTCAATTTCTC 


2124090 


ACGTTGGATGTCTGACAAAGCTGGAAGCTG 


ACGTTGGATGCTGATAAACAAGGCTGTGGG 


2163833 


ACGTTGGATGGATATTGGTGAGTATGCAGAG 


ACGTTGGA I GAAC I G I I I I CCACAGCAGGG 


2217659 


ACGTTGGATGTTCCCCCCTTCTCCTTTTTC 


ACGTTGGATGATGAGGTAACTTACCTAATG 


2304167 


ACGTTGGATGGTTTGGTTCCCAGAGACTTC 


ACGTTGGATGAGGATGACTTACTCACCAGC 


2304168 


ACGTTGGATGTCAGCAGAAAGGAGTGTGAG 


ACGTTGGATGTGGTAAGAGACGGACAGTTC 


2365593 


ACGTTGGATGTGACGCAGTAAGACTCCATC 


ACGTTGGATGCAAAGTGCTGGGATTACAGG 


2365721 


ACGTTGGATGTTGTACAGCCTGCAAGCAAC 


ACGTTGGATGAGATCGCGCCATTGCACTCA 


2569513 


ACGTTGGATGGTTGGCG I I I I I G I I I GCAC 


ACGTTGGATGTCTCATAGTATTCTGCAGGG 


2569514 


ACGTTGGATGTCCCTGCAGAATACTATGAG 


ACGTTGGATGAGAGTGTTGGGATTACAGGC 


2886414 


ACGTTGGATGGGTGTGCTTTACAAATGCTG 


ACGTTGGATGAACTGAGATCACTCCACTGC 


2886415 


ACGTTGGATGTGACGCAGTAAGACTCCATC 


ACGTTGGATGCAAAGTGCTGGGATTACAGG 


3745912 


ACGTTGGATGACGTCTTCTGAGGCACAGAG 


ACGTTGGATGGCTGTTAGAGGCTGGCAGG 


3786863 


ACGTTGGATGTGACCAACAGAAGTCTCAGG 


ACGTTGGATGTTGACCTCAGGTGATCCATC 
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TABLE 9 



dbSNP 


Extend 


Term 


rs# 


Primer (SEQ ID NOS 280-402) 


Mix 


10666 


tpp a pptp app a nrp^P 
TGCAGG I oAbUAU I oLOU 


APP. 


172006 


PPA APAPTPr*ATrTrAA 

GCAAGAC I CCA I 0 I OAA 


APT 


269909 


a a ****** A T A P A TP A P A T A Af^A A 

AAGGATAGA I UAoA I AAooAA 


APT 


269910 


ATGTA I GG I I G I GO I I I OA I 


APT 
AU 1 


26991 1 


GCTCAGCTAC I I I I I G I A I 


PPT 


269912 


P A A P A TPPTr'TPTTPPPP 

CAAGATGGTGTG I IOGGO 


APT 
AO I 


269913 


aaa p TP TPP A PPP ATTTPP 

ACAG I G I GGAGOGA I I I UU 


APT 
AO 1 


269915 


APAPAA PTPTP A PTPTP 

AGAGAAG I G I OAO I G I G 


A PP 

AOo 


269916 


rTPPPPTO A P A PPTPTA AT 

GGGGGG I GAGAGG I G I AA I 


A PP 

AOo 


703464 


CTCCTGCGTGAGGG I GG 


A PP 

AOG 


703465 


TO /"> A TTTr» APAPAPPA 

TGGGA IT I GAGAGAGGA 


A PT 

AO 1 


—ir\r\ a 

703467 


/-\ a tta a PP A TfTPTPTPTP A P 

CATTCACCATGTGTGTGTGAG 


A PP 

AOG 


703468 


OTTPATA A AAPA AAAP ATP APA 

01 TGA I AAAAGAAAAGA I GAGA 


A P P. 

AOo 


754235 


P ATPPO AT — rPTA PTP P A PPP 

GA I GGGA I I G I AG I GGAGGG 


APP 

AOo 


77COO A 

775821 


r^r^Tc^r^r* a ppptpta apapp 
GG I GGGAGGG I G I AAGAGG 


APP 

AOG 


775822 


t A ^TP A TPTPTPPTTP A P 

TAGTGATGTCTGGTTGAG 


A PT 
AO 1 


775894 


TTGCCCAGGCTGGCCTC 


A PT 

AO 1 


775900 


/~\ a a T r*- A A fOTP^PTTPP 

GAATGCCAACGTGGG 1 ICO 


A PT 
AO 1 


775903 


Tpjr' a PTP APAPAPPPA 

1 G 1 GAG 1 GAGAGAGGGA 


APT 

AO 1 


776251 


/"^ot/^opppp a a pptpppp 
GoTCoCoGoAACoTCGGG 


APP 

AOG 


892088 


GCCTCGGCGGGAATGAGA 


A PT 

AO 1 


892089 


r*r^ r>TO a P PPTP A "TO A TP* P P 

GGG 1 GAGGG 1 GA I GA 1 GGG 


A PT 

AO 1 


892090 


a /-\ A A T /*\ /-* O A P A P A TO PT A P 

AGAATCCCGAGAGATGGTAG 


PPT 

OG I 


892091 


/•^tpp i i p a optp a opttp p 

GTCGTTGAGG 1 GAGG I 1 GG 


A PT 

AO 1 


1036231 


PTPTTT A PTPTTP A AP'PP A APT 

G I G I I 1 AG 1 G 1 1 OAAGGGAAo 1 


APT 

AO 1 


1036232 


/»-»/-% A A APAPAPPPA A P A PT 

GGCAAGAGAGGAAGAG 1 


APP 

AOo 


1043673 


A PTP A P A A A P ATP ATPPPTPPP 

ACTGAGAAAGA 1 GA 1 GGG I GGG 


PPT 

OG 1 


1043678 


A OTO A P A PPP A PTTP A PP 

AGTCACAGGGAG 1 1 GAGG 


PPT 

OG 1 


1043680 


PTPTP APTPPTPTPPTPPPP 

G 1 G I GAG 1 GG 1 G 1 GG 1 GGGG 


APT 

AO 1 


1043684 


CTGTTTTA 1 AGG 1 GGAGAG 


A PT 

AO 1 


1054796 


A PP A PPP A PPPTPTP A 

AGGGGAGGGAGGG 1 G 1 GA 


APT 

AO 1 


a r\cr\*t a a 

105921 1 


/"» /-> /"> /"^~r a r^~rr s r >, r s a p a pp a a ppt 
GGGG 1 AG 1 bUUAoAotAAov/ 1 


APP 

AOo 


1064675 


A I 1 GG 1 1 1 1 1 GO 1 oAAA 1 AA 1 oAA 


APT 

AO 1 






ACG 


1613662 


CAACAGAACCACCTTCC 


ACG 


1625609 


GTGCACACCTGTAATCC 


ACG 


1625689 


CAGGGCTCAAGCGATTCTCC 


ACG 


1626971 


TCGCCTGGCCAAAAAAA 


ACT 


1654406 


CATTGTACCCCAGGTTGAAAAT 


CGT 


1654409 


GTGGTACCACACCCAGCTAATT 


ACT 


1654410 


ATCATACTGAGATGCTATCAGAA 


ACT 


1654411 


GCACTTTGGGAGGTTGAGG 


ACT 



-7- 
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1654412 


CATTCTCCCACCTCAGCCCCC 


ACG 


1654413 


CCCGTTTGATTTCCGGGTC 


CGT 


1654415 


GGCCCCATCACCCAAAA 


ACG 


1654416 


GACCGTCTCATTCACAAAC 


ACT 


1654419 


TTGGTGCTTCACTCTGAGAC 


ACT 


1654420 


GAGAACCGCTGATCAATGCA 


CGT 


1654421 


GCATGCAGCTCCCGTCC 


ACT 


1654424 


CCACCTATGGCCGCGCCCCT 


ACT 


1654425 


CAGGGACCCATACCTGTGGTC 


ACT 


1654438 


TCAGCCTCCTGAGTAGCTGG 


ACT 


1654439 


GTTTCTGGAGCACTCCGGT 


ACT 


1654441 


GATAAGCCTGGCCAACA 


ACG 


1654442 


ATGATCTCGGCTCACTGCAA 


ACT 


1654444 


TATGGATCTTTCTAGTCTTGTTT 


CGT 


1654446 


ACTGATTACAGGCGTGC 


ACT 


1654447 


CCCGATGCCTGTGTTGGC 


ACT 


1654448 


AGTGCTGGGATTACAGG 


ACG 


1654449 


AATCTCTC III! CCCTACACA 


ACG 


1654451 


TAATGCGTACAGCAGCC 


CGT 


1654452 


ACTGGAGGAGGATGCACTTA 


ACG 


1654459 


ATGCACAGAAACAAGGATCTA 


ACT 


1654485 


i CI IGCI 1 1 1 1 1 1 1 1 1 1 IGGACAG 


ACT 


1654491 


GCACCCCGAGCCTTTCCAG 


ACT 


1654495 


TTGTCGTAAGTCTCTCCTCTCTT 


CGT 


1654496 


CGGGAAGGTTGAAGTTGGAC 


CGT 


1654497 


C C ATTTAC AAC C AATTG C 


ACT 


1654498 


CTTGTGGGACTTC 1 I 1 1 1 1 A 


ACT 


1654499 


ACCCTGGCCTCCCTAAC 


ACT 


1654503 


GGGCAACGTTTGAAGATGCTCTGC 


ACG 


1654504 


CACCTTTGACTCTTGAGCC 


ACT 


1654505 


TAGCTATGTGCCACCATGCC 


ACG 


1671133 


GATTGTAGCTAACTCACAAGG 


ACT 


1671140 


TACCTACCCACATCCTATAAAA 


ACG 


1671148 


CCTGTAATCCCGGCACT 


ACT 


1671149 


CTGGCCACAGTGGCTCA 


ACG 


1671150 


CGGGTGACGAAGCCTGAC 


ACG 


1671151 


TCCTCTGTGCAAAATCCTCC 


ACG 


1671152 


CTCCATCCTGACCCCCGT 


ACT 


1671153 


CTGTGGAATTGTGCCTC 


CGT 


1671169 


CATGTCCCACAGAGGCTAAC 


ACT 


1671170 


GAGAGGGCAATGCCTCAGAG 


CGT 


1671171 


TTCTGGGATTCTCTAGAGGG 


ACT 


1671176 


AGACATCATCACATCACACCA 


CGT 


1671178 


CCAGGCTGGACTCGAACT 


ACG 


1671182 


ACTGAATGTCTCGGTATAAAACC 


ACG 


1671187 


CAGGTTGAGAAAGCTCTA 


CGT 
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1671188 


CAGAGTGAGGAGAGTGAGAC 


ACT 


1671191 


GAGCGGTTAGAAGATGTGCT 


ACT 


1671192 


AAGCCTGTAGGCTTTTAA 


ACG 


1671196 


GGGATGACTGAATGAGACAGTA 


ACG 


1671198 


CCCTCTTAGCAAATTTCAGCT 


ACT 


1671199 


I IAACI I I I I IGIGIG IGAGAA 


ACG 


1671214 


CGTGCATCCTTCCCACCTA 


ACG 


1671215 


GTACTCAAGATGATGTAA 


CGT 


1671216 


TTACACCCTGGAGTGGTCC 


ACT 


1671217 


TGCCCTCTCGCTGGCTGG 


ACG 


1671218 


CAAAGGGAGGTGGTCGCAC 


ACG 


1671219 


CAGGAGAATGGTGTGAACC 


ACG 


1671221 


AGCTGGGATTACAGGCA 


ACG 


1671223 


TACAAAATTAGCTGGGCATG 


ACT 


1671224 


CTGTGAGCCGAGATTGC 


ACT 


1671225 


CTCAATGTGATCCTCCT 


ACT 


1671226 


GCAGGAGAATCACTTGAACTT 


ACT 


1671227 


AG ATC ATG C C ATTG C C AG C 


ACT 


1671228 


ACAGAAGTTAGCTGGGC 


ACT 


1869616 


CTTCAACCTCCGCCTCCTGG 


ACT 


2019599 


GAAAAGCATGGGCCGGGCA 


ACG 


2116883 


CATACTCACCAATATCTGCT 


ACT 


2124090 


GCTTTGTGTTCTTTCTAGTC 


ACT 


2163833 


GCCAGCAATGCACGCGCAGT 


ACG 


2217659 


GTAACTTACCTAATGATAGAGG 


ACG 


2304167 


TGACTCCTTTGGACTGG 


ACG 


2304168 


CAGTTCGGTGAAGTGGTT 


ACT 


2365593 


GGTGTGAGCCACCACGCC 


ACG 


2365721 


AGACTCCCTCTCAAAATAA 


ACG 


2569513 


AGGGATAAGCATGAAACCACT 


ACG 


2569514 


GCGTGAGCCACCACGCC 


ACG 


2886414 


GGGTGACAAAGTGAGACTC 


ACG 


2886415 


CACGCCTGGCTAAGCCT 


ACT 


3745912 


GGCTGGCAGGCCAGGTCAAC 


ACT 


3786863 


GTGCTGGGATTACAGGC ! 


ACT 



Genetic Analysis of Allelotvpinq Results 

Please delete paragraph [0259] and replace it with the following paragraph: 



Atty. Dkt. No. SEQ-4072-UT 

[0259] The methods used to verify and genotype the proximal SNP of Table 13 are 
the same methods described in Examples 1 and 2 herein. The PCR primers and extend 
primers used in these assays are provided in Table 11 and Table 12, respectively. 



TABLE 1 1 



dbSNP 
rs# 


First 

PCR orimer (SEQ ID NO: 403) 


Second 
PCR orimer (SEQ ID NO: 404) 


1654416 


ACGTTGGATGTCTGCTGAGCATGAAATGCC 


ACGTTGGATGCTGAACTGACCGTCTCATTC 



TABLE 12 



dbSNP 
rs# 


Extend 

Primer (SEQ ID NO: 405) 


Term 
Mix 


1654416 


TGACCGTCTCATTCACAAAC 


ACT 



Please delete paragraph [0262] and replace it with the following paragraph: 

[0262] The methods used to verify and allelotype the proximal SNPs of Table 14 are 
the same methods described in Examples 1 and 2 herein. The PCR primers and extend 
primers used in these assays are provided in Table 15 and Table 16, respectively. The 
methods used to verify and allelotype the proximal SNPs of Table 14 are the same methods 
described in Examples 1 and 2 herein. The PCR primers and extend primers used in these 
assays are provided in Table 15 and Table 16, respectively. 



TABLE 15 



dbSNP 
rs# 


Forward 

PCR primer (SEQ ID NOS 406-476) 


Reverse 

PCR primer fSEQ ID NOS 477-547) 


LAMA4 SNP5 


ACGTTGGATGACAGTTCTTGGCTATCCTGG 


ACGTTGGATGACTGGCCAGTGTAGGAATTG 


LAMA4 SNP6 


ACGTTGGATGGAAAGGGATTGACTCAGGAG 


ACGTTGGATGCTTCCTTCACCTGAAGATGG 


LAMA4 SNP4 


ACGTTGGATGTTGAAGGACTGATCTATGGG 


ACGTTGGATGAAAGCAACAGACAAGGCAAG 


LAMA4 SNP1 


ACGTTGGATGCAGACTGGAAATGCGCAATG 


ACGTTGGATGCGTATCTTCAAGATGCACAG 


1050348 


ACGTTGGATGTGTTCATGTCTTCGGCATCC 


ACGTTGGATGCAGCTGGATGACTACAATGC 


LAMA4 SNP2 


ACGTTGGATGAGGAATGCTTACAACGGAGG 


ACGTTGGATGAACTCCCTTCATCCTTCCTC 


744006 


ACGTTGGATGTTGCCTTGAAGGTAGGCATG 


ACGTTGGATGGGGTTAGCAGCTTAACTTTC 


763247 


ACGTTGGATGCCGGCCAAGACCAATACATC 


ACGTTGGATGTGCAGACATGCACTATTCTC 


764071 


ACGTTGGATGCCACTTGGAAAGATTCAAGG 


ACGTTGGATGTATTGTGACTTCTGCAGAAC 
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764587 


ACGTTGGATGCAACATAGACCAGAAGTGGG 


ACGTTGGATGTTCACATACGGAAGGCCTTG 


969138 


ACGTTGGATGACTGGACCAAGGTAGATCAC 


ACGTTGGATGCTCAGGCTAATCTCTCTAGG 


971402 


AC GTTG G ATG C C ACTTTTCTGTG G AAATATC 


ACGTTGGATGCAAGTTAATGAGTTTCTCCC 


971405 


ACGTTGGATGAAACAGTGCTTTTGAAGGAG 


ACGTTGGATGCTATCTCCAAAGGGTAACAG 


1050348 


ACGTTGGATGCAGCTGGATGACTACAATGC 


ACGTTGGATGTGTTCATGTCTTCGGCATCC 


1050349 


ACGTTGGATGCTATGATTTTGGATTCAGCG 


ACGl IGGAIGACCICAIGGIAI I I IGCAIC 


1158747 


ACGTTGGATGTTGAAGGACTGATCTATGGG 


ACGTTGGATGAAAGCAACAGACAAGGCAAG 


1418499 


ACGTTGGATGACCATAGGGAACTAGAAATC 


ACGTTGGATGCTTTAAGATAGATTCCCAGGG 


1480646 


ACGTTGGATGCAGTGTCTCTTCCTTTCCAG 


ACGTTG G ATG C AAATTTCC AC G AG C CTG AG 


1894681 


ACGTTGGATGTGGGATTCCCCTAAAGGATG 


ACGTTGGATGAAGATCAGCAGCACCAAAGG 


2032565 


ACGTTGGATGAAAGAGCAACTGAAGGACCC 


ACGTTGGATGTAAATTGGAACATCAACAGG 


2032566 


ACGTTGGATGTAAATTGGAACATCAACAGG 


ACGTTGGATGAAAGAGCAACTGAAGGACCC 


2032567 


AC GTTG G ATG C GT ATCTTC AAG ATG C AC AG 


ACGTTGGATGAGACTGGAAATGCGCAATGG 


2032568 


AC GTTG G ATG ACTC G C ATAAC AG ATGTTC C 


ACGTTGGATGTAACCATTGCGCATTTCCAG 


2051649 


ACGTTGGATGACCTGCTGAAAACCAACACC 


ACGTTGGATGGGAGAGGAGAACCCTGGAC 


2068770 


ACGTTGGATGCACTTCACGTACTTCACTGG 


ACGTTGGATGAGTTTGCTCCTATGTGGCTC 


2072019 


ACGTTGGATGAGGTCCACAGAAGATGTTAG 


ACGTTGGATGCACAACGGTCATTTGAACAC 


2072020 


ACGTTGGATGAAGTCCTGTTGTCTGCAAGG 


ACGTTGGATGCAGTTGTCTTAGCACACAGG 


2072022 


ACGTTGGATGCAAAGAAGAAAGATGTAGTGG 


ACGTTGGATGCGAAATCTGGTCCTATGAAG 


2072026 


ACGTTGGATGTCCTATCACCATCACACTAC 


ACGTTGGATGCAGCATCAAACAGAATAGGC 


2072029 


AC GTTG G ATGTC CTTG C AG ACTG ATACTC C 


ACGTTGGATGTCACTCACTCCTTGCTAAGC 


2157544 


ACGTTGGATGCATATGTAGTAGGAATGAGGG 


ACGTTGGATGTGAGGCTCAAAGGGATTAGG 


2157545 


AC GTTG G ATGTCTG GTC AAC C AC ATAG ATC 


ACGTTGGATGTGTTCTACTGCAGCTCCAAG 


2157546 


ACGTTGGATGTCCACTTGTACAGAATGGAG 


ACGTTGGATGCATTTACTCAGTGCCAGGTC 


2157547 


ACGTTGGATGCCATACCATTTACTTCTGCC 


ACGTTGGATGAGGCAAGTACACATACAATG 


2157550 


ACGTTGGATGCACACACACATTTTAATTGCC 


ACGTTGGATGTTGTTCAGAATTACATGATG 


2213838 


ACGTTGGATGAAAGGACTTGAGGGTGATTG 


ACGTTGGATGGCAACAAACAGTGTTCCAGC 


2213839 


ACGTTGGATGAGTCACAGTTCAGTCCCAAC 


ACGTTGGATGGGGCAATTTTCTAGTCCAGC 


2213840 


ACGTTGGATGCTTTCGCACAAGGCTCTATC 


ACGTTGGATGAAGTCTGTGTTTAAGCCCCC 


2227237 


ACGTTGGATGGATGTCTCTAAGTTGAAATGC 


ACGTTGGATGATATCAATCACCCTCAAGTC 


2237238 


ACGTTGGATGCAGAGGCTGAAGGAACATAC 


ACGTTGGATGTCTGTAATCCCAGGACCCTA 


2237241 


ACGTTGGATGTCAGCAGGGCTCTATCTAAG 


ACGTTGGATGCCAAGCAGTATTGCTAATGG 


2237242 


. ACGTTGGATGCCTCACCATTGTGTTTAGGC 


ACGTTGGATGTGACTATTTCCGCTTGGCTC 


2237244 


ACGTTGGATGGAGAAAAATAGACTCGGCCC 


ACGTTGGATGCACAGACGCAGGATTTGGAT 


2237247 


ACGTTGGATGCTGCTTCTCCAGTAATGTTG 


AC GTTG G ATG GTGTTAGTAAC ACTG ATG C C 


2237248 


ACGTTGGATGCCCTCCCCAGATATCATTAG 


ACGTTGGATGCATATCCACAGCCTAATCAC 


2237249 


ACGTTGGATGAAATGCTTCCTACTGCAATC 


ACGTTGGATGTGGAGAGTTGTGGTTGATGG 


2239849 


ACGTTGGATGGACATCAGATCAGACAGCAC 


ACGTTGGATGACTTTCTGGCATTGACTGGG 


2239850 


ACGTTGGATGGCCCAGGAAAAATTAATTCAC 


ACGTTGGATGGCAGTACGGATTAGCATGAG 


2269646 


ACGTTGGATGTCACCTCACTTTTGAAGAGC 


ACGTTGGATGTCTGGTTAGGCTTCAGTTAG 


2277084 


ACGTTGGATGGAGGGTAAAAATGACAGCAG 


ACGTTGGATGTTTTGCTTGGTGTTTAGCAG 


2282853 


ACGTTGGATGTCTTGACCTTCCTGGTTTTC 


ACGTTGGATGTATCAGAGCTAGAAGAAACC 


2282854 


ACGTTGGATGTAGCCAGTGGTTAAGAAAGC 


ACGTTGGATGTTCTCATGTTGGGGAGACAC 


2301512 


ACGTTGGATGATCTGAGTGGTTTCAGGAGG 


ACGTTGGATGACCTGTTGGAACACATGAAG 


2301513 


ACGTTGGATGCTGGCGGGTAGTGTCTTCAT 


ACGTTGGATGCTTTGAAATTGTTCTTGTCC 


2345808 


ACGTTGGATGTTCTGGGATTTAAAGGAGGC 


ACGTTGGATGCCAAACATTTCTTGTTGGAC 


3734286 


ACGTTGGATGACCTTACACTCCAGTGAATC 


ACGTTGGATGGCCGTTAAGCAACTACAAGC 


3734287 


ACGTTGGATGCAGTGGAGAAGATGAAACCC 


ACGTTGGATGCCCACTTCTGGTCTATGTTG 


3752577 


ACGTTGGATGCATGGCTGAGGTTACTTAGG 


ACGTTGGATGGAATGCGTCAGGGATTTATG 
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3777925 


ACGTTGGATGCTACAAGTCTAACAGTCAGAG 


ACGTTGGATGTTACAGAGCAAGGTCTGAGG 


3777926 


ACGTTGGATGGTGAGTACCATCCCTTTTGC 


ACGTTGGATGCTGTTAAACTGCCTCAGACC 


3777927 


ACGTTGGATGAAACGAATGCTTGAGAGCAG 


ACGTTGGATGGTCCTGATTTATGAGCTCCC 


3777928 


ACGTTGGATGTTCACACGTAGACCCTGTTG 


ACGTTGGATGTCAGGAGTTGAGCAAGCTAG 


3777929 


ACGTTGGATGGCTGTCTTTGGGATTAAAT 


ACGTTGGATGTTCATAAAGAAGTGGAGAGC 


3777932 


ACGTTGGATGTCCCAGACCTTAAGATTCCC 


ACGTTGGATGTATTAGGCTCTTTGGCCGAC 


3777934 


ACGTTGGATGCAAGATCCAGATGGTGAGGG 


ACGTTGGATGCAAGGTCAGAGTGTCACTGG 


3777941 


ACGTTGGATGGCTTCCTGAGATTATATTGAC 


ACGTTGGATGCTCCATTCCAAATTCCTTTC 


3777942 


ACGTTGGATGTCATGACAAATCATGACTAG 


ACGTTGGATGTCAGATACAAGTGAAGGTAG 


3798357 


ACGTTGGATGTCCCAATTCAGGAAATGGTG 


ACGTTGGATGTGCTTGGTATACCATGCCTG 


3798359 


ACGTTGGATGTTCCTCAGCACACAGCCCCA 


ACGTTGGATGATGAACCTTACACAGGCCAG 


3822941 


ACGTTGGATGTATAATAAACTGATAGTTGC 


ACGTTGGATGCTCTGTACTTAGGACACACG 


3948760 


ACGTTGGATGTCCACTTGTACAGAATGGAG 


ACGTTGGATGTCCCACACTCAAAACTTTGC 



TABLE 16 



dbSNP 


Extend 


Term 


rs# 


Primer (SEQ ID NOS 548-618) 


Mix 


LAMA4 SNP5 


ATTGCTTACGCAACACCAC 


ACG 


LAMA4 SNP6 


AGATGGAGAGAATGCCAC 


CGT 


LAMA4 SNP4 


GCAAGTGGGCATTCGACCA 


CGT 


LAMA4 SNP1 


CTTCAAGATGCACAGGGCCAC 


ACG 


1050348 


C ACTTG AC C AG G C C CTTAAC 


ACG 


LAMA4 SNP2 


GGCCCGCCTGCATCTGTG 


ACG 


744006 


CTTTCTCTCTTTC C AG G 


ACG 


763247 


CTTTAATCCCCCACACT 


ACT 


764071 


AG AACA I A I A I G I IGCAl I I I I I I 


ACT 


764587 


GAAGGCCTTGCCTGTTA 


ACT 


969138 


AGGAAGAGAATCTGATAGCC 


ACT 


971402 


AGTTTCTCCCACTTACC 


ACT 


971405 


AGGGTAACAGAATGATTAAAA 


CGT 


1050348 


TTCGGCATCCCTGACAT 


ACT 


1050349 


CGTATCTTCAAGATGCACA 


ACT 


1158747 


GCAAGTGGGCATTCGACCA 


CGT 


1418499 


GGGCAGAATTACTGAATCAAG 


ACT 


1480646 


CAGCAGACTCTGATGTGGC 


ACG 


1894681 


GGGAGCATC I I I I GAGC 


ACT 


2032565 


CAACAGGAAAAATACATCCA 


CGT 


. 2032566 


CAACCCTAGGAAAACATTT 


ACT 


2032567 


I ICIAIGAI I I IGGAI ICAGC 


ACT 


2032568 


ACATACTCTGAGGAGAGAAAG 


ACT 


2051649 


GAACCCTGGACAAGAAT 


ACT 


2068770 


ATGTGGCTCAAACATCCGAA 


ACT 


2072019 


TTTGAACACTACAGTTTCTGTTAT 


ACT 


2072020 


AAACAATCCATTTAACATACCTA 


ACG 
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2072022 


GCAAATGAATTCTGGGA 


ACT 


2072026 


TG AAAGTCTTTG AG GTGTT 


ACG 


2072029 


CCTGGCAATGATCAACCCCC 


ACT 


2157544 


CTAAATATTAGCAGACTGAAATAC 


ACT 


2157545 


GCTGGCATAAATGAAATTG 


ACG 


2157546 


GTGCCAGGTCCCACACT 


ACT 


2157547 


GTACACATACAATGATTTTACTC 


ACT 


2157550 


TTACATGATGAATATTATGGAAGT 


ACT 


2213838 


TTCCAGCATGATTCTAAGACA 


ACT 


2213839 


CAACTTGAGATACAGTAAAAATT 


ACG 


2213840 


TGAAATGAATTCTCCAATAGAC 


ACG 


2227237 


ACCCICAAGICCI I I IG 


ACG 


2237238 


TCCCAGGACCCTAAAAAAGT 


CGT 


2237241 


C AGTATTGCTAATG G GTGTTC 


ACT 


2237242 


TGTCTCTAG G G C ACTAC ATATC 


ACT 


2237244 


GAAATAATGCTTCAGGGG 


ACT 


2237247 


ATGCCTTCTAA I GCA I ICAI I I I A 


ACG 


2237248 


CCTAATCACATAAACCAGGAA 


ACG 


2237249 


GAAAACAAGAGAGGGAAG 


ACT 


2239849 


TGTGACTCCTCATGCTAATC 


ACG 


2239850 


CCAGTCAATG C C AG AAA 


ACT 


2269646 


CAGTTAGACTGAAACGCACA 


ACT 


2277084 


TGTGTCATTTAAATCCTTCA 


ACT 


2282853 


GAGCTAGAAGAAACCTGAAAG 


ACT 


\ 2282854 


GTTGGTGTCCAAATGGCA 


ACT 


2301512 


ACATGAAGACACTACCC 


ACT 


2301513 


TGTTCTTGTCCAAAATTACCT 


ACT 


2345808 


GACATTTAGGTTATTTCCAAATTT 


ACT 


3734286 


CATCAGAGAGAATTGAAGT 


ACT 


3734287 


GGAATTCAGGCATACAC 


ACG 


3752577 


AGAAATAGATGGAGCCAAAAG 


ACG 


3777925 


GGATGGGACTGAAACTC 


ACT 


3777926 


CTCTGIAAI I ! I ICAIGIAIGATA 


ACT 


3777927 


ATGAGCTCCCTTCACTC 


ACG 


3777928 


TGAGCAAGCTAGAGAGTA 


CGT 


3777929 


AAGTGGAGAGCATTTACAT 


ACT 


3777932 


TTTGGCCGACTGAAATG 


ACT 


3777934 


G GTC AG AGTGTC ACTG G G CTAC A 


ACT 


3777941 


TCCCAAAI I ICCI I I ICA 


ACG 


3777942 


ACAAGTGAAGGTAGTATTGT 


CGT 


3798357 


GCCTGGCATCTGCTAATC 


ACT 


3798359 


GCAAAGGCAGAGACTAT 


ACT 


3822941 


ACACACGATGTTTCTCCAG 


ACG 


3948760 


ACAGTTTTATGAGACAGGTA 


ACT 
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Genetic Analysis of Allelotyping Results 

Please delete paragraph [0268] and replace it with the following paragraph: 

[0268] The methods used to verify and allelotype the sixty-three proximal SNPs of 
Table 18 are the same methods described in Examples 1 and 2 herein. The PCR primers 
and extend primers used in these assays are provided in Table 19 and Table 20, 
respectively. 



TABLE 19 



dbSNP 
rs# 


Forw3rd 

PCR orimer (SEQ ID NOS 871-973) 


Reverse 

PCR Drimer (SEQ ID NOS 974-1076) 


54144 


ACGTTGGATGAGCAGCCATCACATGATCTG 


ACGTTGGATGCCAATTGTGTCAAACATTTAAT 
GAA 


183535 


ACGTTGGATGTGGTCTAAGTCCTGCACAAG 


ACGTTGGATGGACAGAAAGAGTGTGCAGTC 


236104 


ACGTTGGATGCTCCCTGAACTTCCCATTTC 


ACGTTGGATGCAGGGAGCTTACTACAAAGC 


! 236105 


ACGTTGGATGGGTAGCCACATTTGACACAG 


ACGTTGGATGAAGTGGCCTGGAAACCAATG 


I 236113 


ACGTTGGATGGCTAATACATCCTAAAGGAAC 


ACGTTGGATGCTTTATTGGAAATCTGTTCG 


236119 


ACGTTGGATGTTTCTTCTTGTCTCACAGGC 


ACGTTGGA I GC I G I AGA I I I ICCI I I IGGC 


236120 


ACGTTGGATGCAGGATAATGATCATCCCTG 


ACGTTGGATGACTGGCACAATTAGTGTCTG 


236122 


ACGTTGGATGTAGCTATCCCATTGTTGAGG 


ACGTTGGATGGCTAAAGTCTGAAAACACTAG 


236143 


ACGTTGGATGCCTACCCCAAATAGGTAAAG 


ACGTTGGATGAGGAAGTAAGTTTTGGGAGG 


236145 


ACGTTGGATGAGAATGTGAGCAAGGGATGC 


ACGTTGGATGAATGGCACAGCTATCCTCAG 


236146 


ACGTTGGATGGTAAATCTGTATCTCCGCCC 


ACGTTGGATGGACTTGATTACGTGACCTGG 


236149 


ACGTTGGATGCCAATGATCAAACTGAAATCG 


ACGTTGGATGGGACTGGATTAGATGAATTC 


236160 


ACGTTGGATGCACCCACAGCTATCTGAGTT 


ACGTTGGATGTCCAAAAGGAGTGGGTAGAG 


236162 


ACGTTGGATGAATGGAGTGTTTGCATGTTG 


ACGTTGGA I GCA I GGA I I I I I AGGACAIGCG 


236163 


ACGI I GGA I GGCCAAAAA I AGCC I I I ICIC 


ACGTTGGATGAAACAACATGCAAACACTCC 


236164 


ACGTTGGATGTTGCAAGCTGGTGTCACACA 


ACGTTGGATGAGACCAGCCACTACTGATTC 


236166 


ACGTTGGATGCTCCTGTCATAGAATAGGCC 


ACGTTGGATGGCATAGCACATGCTATTTGG 


236167 


ACGTTGGATGATCAAAGTCTTGTGCAGGAC 


ACGTTG G ATG G C ACTTTAG G G AC ATTTG AC 


236176 


ACGTTGGATGGCATAGATAGCTTAATCATGG 


AC GTTG G ATG AAAC C AATAG AAG C AG GTTG 


236177 


ACGTTGGATGCATTTGAGGATCGGAGTGAG 


ACGTTGGATGCCCTGTGTCTGCAAATTTGG 


236180 


ACGTTGGATGCCTAGCACTTGGGAATTAGG 


ACGTTGGATGGATGCGTGAAATAGATGCTC 


236182 


ACGTTGGATGCTCTCTAGTTCCTTTGTTGC 


ACGTTGGATGATTTCAAAAGTGGTCTCCAC 


236183 


ACGTTGGATGTAAAAGAGAAATCCCACAGG 


ACGTTGGATGCTCAGCAGATGTTAGTTTTC 


236184 


ACGTTGGATGCTAGGGACCCAGCAAATAAC 


ACGTTGGATGACCATCTGAGGGAAATCCTG 


379418 


ACGTTGGATGTCTGGCCTCTAAGCTAAAGG 


ACGTTGGATGCAGTGGTGTTGATAGATGGG 


400735 


ACGTTGGATGACCTTCTCAGGTTCACGTTC 


ACGTTGGATGAAGGGCACCATGCCATTAAC 


409035 


ACGTTGGATGTGCTATGGGTATGCAAGGTG 


ACGTTGGATGGGTTGTTGAAGGAGCGAGAG 


440005 


ACGTTGGATGATGGCTCTAAAAAGCTGTCC 


ACGTTGGATGCAGCCTTCTTCCTGATACAG 


446614 


ACGTTGGATGTAAAGCCCAGGGCTAAAGAC 


ACGTTGGATGAGAAGATGGCCAGAAAGGAG 


451417 


ACGTTGGATGCCAGAGTCATCGTTATCACC 


ACGTTGGATGCCTCACTAAGGATTCAACCC 


454422 


ACGTTGGATGCAGCTTTTGAGGCACTTTCC 


ACGTTGGATGAGCACCTTGCATACCCATAG 
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500277 


ACGTTGGATGAGTTTCCCTACGTCTCTCTC 


ACGTTGGATGAGTAACTCTAGCCTCTGCTC 


540717 


AC GTTG G ATG C ATC C AAAAC C C AAC AAATC C 


ACGTTGGATGAGAGAGGTGTGTGACTTTTC 


546106 


ACGTTGGATGTTATAGCACTGATGGGCTCC 


ACG1 IGGAIGCIGIGACAIACI I I ICCAGG 


571039 


ACGTTGGATGATTCCTGTAGCAGGCAACTG 


ACGTTGGATGGCTAGCTCTACTCTCTTCTC 


1039542 


ACGTTGGATGTGAGGTTCTGTCTGAACACC 


ACGTTGGATGTGGCTGCAATGGCTAACTTC 


1039543 


ACGTTGGATGATCTGACTCAGAAGAAGAGC 


ACGTTGGATGGGCATTAATGGAGGTTATGC 


1343180 


ACGTTGGATGAGATGGCAACAGCAACACAG 


ACGTTGGATGCCAACAGCAGCTTCACAATC 


CHGB SNP2 


ACGTTGGATGAAATGGTATGTTTGTGTTCC 


ACG1 IGGAIGIAAI I I I I CCCCCCCAAA I C 


rs384578 


ACGTTGGATGAAATGGTATGTTTGTGTTCC 


ACGl IGGAIGIAAI I I I I CCCCCCCAAA I C 


rs742710 


ACGTTGGATGAGAAAGTGAGGAAGAGAGGG 


ACGTTGGATGATGAAATAGGCACGTGGCTC 


rs742711 


ACGTTGGATGATGAAATAGGCACGTGGCTC 


ACGTTGGATGAGAAAGTGAGGAAGAGAGGG 


rs881118 


ACGTTGGATGTATAGCTGAAGCCTGCTTTC 


ACGTTGGATGCAGTGAAGAGAAACACCTTG 


rs910122 


ACGTTGGATGAAGGTGTTTCTCTTCACTGC 


ACGTTGGATGGGAGGGAGAGAACTATCAAA 


CHGB SNP1 


ACGTTGGATGTCACTCTGAGGTCTTGGAGC 


ACGTTGGATGTAAAGGGTTATCCAGGCGTC 


180477 


ACGTTGGATGGGAAGTAATTCTCTGGGCTG 


ACGTTGGATGAAGTGATCCTCCCACCTCAG 


236102 


ACGTTGGATGCAGCCTGTTCTCTCTGAAAC 


ACGTTGGATGGGATGCAAGAGGTTGTAGAG 


236103 


ACGTTGGATGCCTGTTTAAATCGTGGCTCC 


ACGTTGGATGAAACATAAGGAAGCTGAGGC 


236106 


ACGTTGGATGCAAGCCTTTGCAGCTCTATC 


ACGTTGGATGCCTCATAAGGGCCTTTGTAC 


236107 


AC GTTGG ATG G AAGTTTAC GTAAACTCTAG 


ACGTTGGATGGTGTGTGGCTTATTGTAGAG 


236108 


ACGTTGGATGGTATTTACTGTTGAACCCAG 


ACGTTGGATGATGTGGGTAAGTTGTGCACC 


236109 


• ACGTTGGATGAGATTACAGGCACTAGCCAC 


ACGTTGGATGTCTGGGCAACATGGTGAAAC 


236110 


ACGTTGGATGATCGATCCAATGTTGACTGC 


ACGTTGGATGTTTCAGAACAAACCCCACAG 


236111 


ACGTTGGATGTTCAGGAAGCAGCAACCATC 


ACGTTGGATGTATGCTGTGACCTCTCCAAC 


236112 


ACGTTGGATGAACGAGGTCAGGAGATCAAG 


ACGTTGGATGCACGCCCGGCTAATTTTTTC 


236114 


ACGTTGGATGGAACCAAGGAAGTCTGACTC 


ACGTTGGATGAAAGCTACCAGTCATGTGCC 


236115 


ACGTTGGATGATCAAAGTCCATACTGCAGG 


ACGTTGGATGTATGATCGTAGGCACTGGAG 


236116 


ACGTTGGATGTGTTGTATTACCTGACCCTG 


ACGTTGGATGAAGCAAACCACTGAGTGTCC 


236117 


ACGTTGGATGCAATGGTGTGATCTTGCCTC 


ACGTTGGATGATTAGCCAAGTGTGGCAGTG 


236118 


ACGTTGGATGGGTTGAGTATCCCTAATCTG 


ACGTTGGATGCTTTCAGTGTCGTGTCAGGG 


236121 


ACGTTGGATGCAAGCTATGTCACAGTTTAAG 


ACGTTGGATGAGTCTTTGCCCTTAATGTGG 


236123 


ACGTTGGATGATAATAAATTTAGACTTCAC 


ACGTTGGATGAAAATACTGGTGCGGCCAGA 


236124 


ACGTTGGATGGAA I I I IGI I I GGCTCACGG 


ACGTTGGATGATTGCTGCTGGAAGCTTACC 


236125 


ACGTTGGATGCCATGCCTGAGTTATTTGC 


ACGTTGGATGATGGAGAAAGTAGATAGTAG 


236148 


ACGTTGGATGTAAGCCCAAGTGCTGTTGAG 


ACGTTGGATGCTCAGAAGTCTGATGTGTATC 


236151 


ACGTTGGATGTTGGCCTTTAGACTCCTGGG 


ACGTTGGATGAGAAGACACATAGCCGAGAG 


236152 


ACGTTGGATGAATAAAGGGTTATCCAGGCG 


ACGTTGGATGTGGAGCCCTGTATTCTTCAC 


236154 


ACGTTGGATGTTCTGACAAGTTCCTGGCTG 


ACGTTGGATGGCTGCATTAGTCAACCTACC 


236155 


ACGTTGGATGGGTAGGTTGACTAATGCAGC 


ACGTTGGATGTGAGGTCCCGAACCAATTTC 


236158 


ACGTTGGATGAAACTCCTGACCTCGTGATC 


ACGTTGGATGCTCCTTAAGAAGATAGAGGC 


236159 


ACGTTGGATGGTCTCAAACTCCTGACCTCG 


ACGTTGGATGAAGAAGATAGAGGCAGCTGG 


236161 


ACGTTGGATGGATGTTGCCTCTAGGCTAGT 


ACGTTGGATGCACCATCTGACCTGTGCTAC 


236165 


ACGTTGGATGAAAATTAGCCATGCGTGGTG 


ACGTTGGATGTTCAAGCGGTTCTCCTGCCT 


236168 


ACGTTGGATGTCTATGTCTCCACTTGCATG 


ACGTTGGATGACACATTTGCACACACACAC 


236169 


ACGTTGGATGGTGACTAGAATTTTTGTGTAC 


ACGTTGGATGGTGTGTGCAAATGTGTATCC 


236171 


ACGTTGGATGAACCTCCCACTTTGGCTTTC 


ACGTTGGATGGGTCCATTTAAAGCCTGGTG 


236173 


ACGTTGGATGATCAACCTGCACCACCAATC 


ACGTTGGATGGCTAAGATGGAAGTTGAAGTG 


236175 


ACGTTGGATGTTCTCCATCACTGCATCAAG 


ACGTTGGATGGTTATAGCCTGTATCGCAGC 


236179 


ACGTTGGATGCTAAATAACAGGTTTGACTC 


ACGTTGGATGGAACATTGAGAGTATCTTAT 


236181 


ACGTTGGA I GG I GAACA IGICI I I I CTGTAC 


ACGTTGGA I GGG I AGAACCAC I G I I I I I CG 
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236185 


ACGTTGGATGGGGTCACTTGAATTCAGGAG 


AC GTTG G ATG ACTG C AACC ACTG C CTCTTG 


236187 


ACGTTGGATGTAGTGAAACTCTGTCTCTGC 


ACGTTGGATGACCTGCACCAACCTTTAACC 


236189 


ACGTTGGATGTGGATTTACAGAAAAACTGC 


ACGTTGGATGCTGTGAGACACTAGGGATAC 


364652 


ACGTTGGATGTTTCTGCTGGGCTGTGATAG 


ACGTTGGATGGGGAAATGCTCAGCATGTAC 


394604 


ACGI IGGAIGIAI I I I GGGAI GG I G I GGGC 


ACGTTGGATGGAACCAGGTCTTCCTTGATG 


403727 


AC GTTG G ATGTC ACTTG AAC C C AG G AG ATG 


ACGT 1GGA I GG I I I I GAGACAGAG I I I CGC 


446658 


ACGTTGGATGTCACTGAGTTCAACTCCTTC 


ACGTTGGATGGTTCCTGCTTTACCACTTCG 


451571 


ACGTTGGATGTTCTGGGTGGTTGCTCTCTG 


ACGTTGGATGAAGTAATGGCACACTGGAGG 


452749 


ACGTTGGATGTCCTACTCCAGTATGACCTC 


ACGTTGGATGGAAGTCCCAACCCCTAATAC 


454328 


ACGTTGGATGTGCAAACTGGTGCATCAGAG 


ACGTTGGA 1 GCC 1 GG 1 A 1 1 1 ICAIAICGCC 


742710 


ACGTTGGATGGGCACATGGATATGGTGAAG 


ACGTTGGATGTGCCTCTGTGATGGTGTCCC 


742711 


ACGTTGGATGGGCACATGGATATGGTGAAG 


ACGTTGGATGAAATAGGCACGTGGCTCCCC 


881118 


ACGTTGGATGTATAGCTGAAGCCTGCTTTC 


ACGTTGGATGTAGCAGTGAAGAGAAACACC 


910122 


ACGTTGGATGGTTTCTCTTCACTGCTATCT 


ACGTTGGATGACACGCCATTCTGAGAAGAG 


1005517 


ACGTTGGATGTACTAATGTCAGTGGTAGAG 


AC GTTG G ATGTG AAG AC ACTG G CTG AAAAC 


1394095 


ACGTTGGATGTTCAGTGATCCAACTTCCGC 


ACGTTGGATGCCAAACTCCTTGATTGGC 


2206817 


ACGTTGGATGGCAGAAACCCAGTGAAGTAG 


ACGTTGGATGAAACCAGTTACTAACTGTAG 


2268339 


ACGTTGGATGATCCTGGAGATGTTATACCC 


ACGTTGGATGCCTGGTGTTTAAGGCTCAAC 


2300427 


ACGTTGGATGAGATTACAGGCATGAGCCAC 


ACGTTGGATGAAGTTAAATAAGCTCTTCTG 


2326680 


ACGTTGGATGAGGCTAATTCCTTCTCCTGG 


ACGTTGGATGTCGTGCAACATCACTGTGTC 


2423131 


ACGTTGGATGATGCCTGCCTTACGAGAATG 


ACGTTGGATGTGTCACTAGAATATGTGAAC 


2876003 


ACGTTGGATGGCAAAGACTAAGAGTCTGTAG 


ACGTTGGATGCTGAGCCAGATTCTGACATT 


3761873 


ACGTTGGATGCTGTCCCTCTTAGAGCAATG 


ACGTTGGATGCTATGAGCCTTTGACACAGC 



TABLE 20 



dbSNP 
rs# 


Extend 

Primer fSEQ ID NOS 1077-1179) 


Term 
Mix 


54144 


CTGAAAGACACCATTTAT 


CGT 


183535 


GTCCTGCACAAGACTTTGATA 


ACG 


236104 


CCCATTTCATACCACCTATCA 


ACG 


236105 


CTCCCTCCTCCTTGAGACC 


ACT 


236113 


GATCATTCATGAAACAGATTCTA 


ACG 


236119 


TGTTCTCAAGGAAAAAAGAAAAAA 


ACT 


236120 


GATCATCCCTGGGAATGGTA 


ACT 


236122 


GAGGCAGGGAATCAGCAATA 


ACT : 


236143 


ACCCCAAATAGGTAAAGATCTGT 


ACT 


236145 


CTCCTGCACTGAGCTCCTAT 


ACT 


236146 


TATCTCCGCCCTAAGAATACT 


ACT 


236149 


GAAATATTAGAATTTAGAGGCAG 


ACT 


236160 


GAG I I I I I A I GAGAAAGGGCAA 


ACT 


236162 


GTTGTTTTAAAGTGTTGGTTGTAA 


ACT 


236163 


CAATACATAGTGAAGCTTTGGG 


ACT 


236164 


CTGGTGTCACACACACATGTA 


ACT 


I 236166 


GGAACATCTCAGAAAAAAAA 


CGT 
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236167 


CTTGTGCAGGACTTAGACCA 


ACT 


236176 


ATAGGCTTTCTTGTGTATTTGCA 


ACT 


236177 


AGTGAGGGGAAGCAGAGTC 


CGT 


236180 


ACTTG G G AATTAG GTG G AG G 


ACG 


236182 


GTTCAGAGATAATGCTGCTGATC 


CGT 


236183 


GAAATCCCACAGGAACACAAT 


ACT 


236184 


CCCAGCAAATAACAAGAATTGGCC 


ACT 


379418 


CTTAAGCCAAGACAAACA 


ACG 


400735 


TTCATCTTCCACCCTGGCC 


ACT 


409035 


TGCTTTGCTTGCCTCCCACA 


ACG 


440005 


GCTGTCCTTTTTACAAGGAAAT 


ACT 


446614 


TAAAGACTGAAGCTTTCACAGT 


ACT 


451417 


C GTTATC AC C ATTG G G CTTTA 


CGT 


454422 


GATCCTTCTCACTTACTGTTC 


ACT 


500277 


GATTA I GCCC I GAGG I C I I I I G 


ACT 


540717 


AACCCAACAAATCCTAGGGC 


ACG 


546106 


GATGGGCTCCCCATATGAC 


ACT 


571039 


TGTAGCAGGCAACTGAGCAGGAGA 


CGT 


1039542 


GAACACCCTCCAGCACAAG 


ACT 


1039543 


AGAAGAGCTTTCATCTGTGTG 


ACT 


1343180 


CACAGCCCTCCATTACAGC 


ACT 


CHGB SNP2 


GTATGTTTGTGTTCCATTTGCA 


ACT 


rs384578 


GTATGTTTGTGTTCCATTTGCA 


ACT 


rs742710 


GAAGAGAGGGGCCTTGAGC 


ACG 


rs742711 


TCCCCTGCCTCTGTGATGG 


ACG 


rs881118 


CTGAAGCCTGCTTTCTTTCAT 


ACT 


rs910122 


CTTCACTGCTATCTTCCCCT 


ACG 


CHGB SNP1 


TCTTGGAGCCCTGTATTC 


ACG 


180477 


GTGGCTCACGCCTATAA 


CGT 


236102 


GTTCTCTCTGAAACCTGTTA 


ACT 


236103 


CATGCACCAGCTGTGTG 


ACT 


236106 


G AAC ATTC C AG G C AAAC 


ACT 


236107 


GTTCTGGTAAAAAAAAAGTTTG 


CGT 


236108 


CTGTTGAACCCAGAAATATC 


ACT 


236109 


CACTAGCCACCACGCCC 


ACT 


236110 


CAATGTTGACTGC ATTG ACT 


ACT 


2361 1 1 


GTTCTGAGGTTACCAGA 


ACT ! 


236112 


ACCATCCTAGCTAACACG 


ACT 


236114 


AATCACAAGTACCTCGAATAC 


ACT 


236115 


AGGTAAGTGGCAGAACT 


ACT 


236116 


TCAGGCAAGCACAGTACAAA 


ACG 


236117 


GCCTCCCAAGTAGCTGG 


ACT 


236118 


CCCTAATCTGAAAATCTGAAATCT 


ACT 


236121 


AAGAATTTTCTTATTCAACTGTC 


ACT 


236123 


CTTCACTAAATAAAAATGTGTCC 


ACG 


236124 


GTTTGGCTCACGGAATTAT 


ACG 
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236125 


TTTAACTCCTAGCTTTTAAAGA 


ACG 


236148 


AATGTGGCTGGTCCGATCTG 


ACT 


236151 


ATTCTCCTGGCTCCCTG 


ACG 


236152 


TTATCCAGGCGTCCAGG 


ACT 


236154 


TGATGCCACTGGTCAGG 


ACT 


236155 


AATTCCCCTTTGCACTCAT 


ACT 


236158 


TTACAACTGTAAGCCACCGC 


ACT 


236159 


CCTGACCTCGTGATCTG 


ACG 


236161 


CTCTAGGCTAGTATTAATTTTTGT 


ACT 


236165 


TAACGCCTGTAATCCCA 


ACT 


236168 


ACTTGCATGTGTATGTATATATCT 


ACT 


236169 


ATGTCTTTTCCCCCTCT 


ACT 


236171 


AAGTGCTGGGATTACAGATA 


ACG 


236173 


TTGCTCCCTCTCCCCTT 


ACT 


236175 


CACTGCATCAAGATGGGCC 


ACG 


236179 


CAGGTTTGACTCAAAACTTTAA 


ACG 


236181 


AIGIC! I I I C I G I AC I'GGATA 


ACT 


236185 


TACTGAGGAGGCTGAGG 


ACG 


236187 


AACTCTGTCTCTG C AAAAAAA 


ACT 


236189 


CAGAAAAACTGCACAAAAA 


ACT 


364652 


CTGTGATAGGAAAAAAGGAA 


ACT 


394604 


CCAGCAGAGGCAAAAATAAGA 


ACG 


403727 


TGCCACTGCACTCCAGCCT 


ACT 


446658 


AGGAAAAGAGAGGCAAAC 


ACT 


451571 


GCTGTCTTCATTCTCTTGT 


ACG 


452749 


CCIAI I I I CAAG I'CAGG I 


ACG 


454328 


CCTAAACAGCAGTTTTAGTACAT 


ACG 


742710 


AGAGAGGGGCCTTGAGC 


ACG ; 


742711 


TGAGCCGGGAAAGGGAC 


ACT 


881118 


TGAAGCCTGCTTTCTTTCAT 


ACT 


910122 


CTTCACTGCTATCTTCCCCT 


ACG 


1005517 


GGTAGAGAATGTAATAACAGT 


ACT 


1394095 


ACGAGAGGGGCGGGGCG 


ACT 


2206817 


TTAGAGCAGGGCAGGGG 


ACT 


2268339 


CAGAATGCTGAGATGGC 


ACT 


2300427 


CACCCGGCCGGGAAAAT 


ACT 


2326680 


TGGAATTTGAGAAGGCCTG 


ACT 


2423131 


GCCTTACGAGAATGTTATTT 


CGT 


2876003 


AGAGTCTGTAGTCCCAA 


ACT 


3761873 


TGTATTTTCCATAGTAATTTGCTC 


ACT 
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Please delete paragraph [0274] and replace it with the following paragraph: 

[0274] The methods used to verify and genotype the proximal SNP of Table 21 are 
the same methods described in Examples 1 and 2 herein. The PCR primers and extend 
primers used in these assays are provided in Table 22 and Table 23, respectively. 



TABLE 22 



dbSNP 
rs# 


First 

PCR primer (SEQ ID NOS 619-620) 


Second 

PCR primer fSEQ ID NOS 621-622) 


742710 


ACGTTGGATGGACATGAAATAGGCACGTGG 


ACGTTGGATGAGAAAGTGAGGAAGAGAGGG 


236110 


ACGTTGGATGTCACTCTGTTTCTACTAACC 


ACGTTGGATGATCGATCCAATGTTGACTGC i 



TABLE 23 



dbSNP 
rs# 


Extend 

Primer (SEQ ID NOS 623-624) 


Term 
Mix 


742710 


AGAGAGGGGCCTTGAGC 


ACG 


236110 


AATGTTGACTGCATTGACT 


ACT 



Please delete paragraph [0277] and replace it with the following paragraph: 

[0277] The methods used to verify and allelotype the proximal SNPs of Table 25 are 
the same methods described in Examples 1 and 2 herein. The PCR primers and extend 
primers used in these assays are provided in Table 26 and Table 27, respectively. 



TABLE 26 



dbSNP 
rs# 


Forward 

PCR primer (SEQ ID NOS 625-660) 


Reverse 

PCR primer (SEQ ID NOS 661-696) 


752373 


ACGTTGGATGTATCACAAGAACAGCATGGG 


ACGTTGGATGATGGTTTCTGTAATCCCCCC 


763470 


ACGTTGGATGAAGAGGAGTGGCTGATAATG 


ACGTTGGATGAAGCAGAAAACTTTGTGCCG 


763471 


ACGTTGGATGGGCAGGTCATGGATTTATTG 


ACGTTGGATGCATCATTCCTCTGTGAGGCG 


763471 


ACGTTGGATGGTGAAGAGCTCTGAAATGCC 


ACGTTGGATGTAACTCCTGTGTGGCTTTCT 


899011 


ACGTTGGATGAAGGTGGAGCCTGCCTCAAG 


ACGTTGGATGAGCTTTGCACCCTGTGATGC 


899011 


ACGTTGGATGAAGGTGGAGCCTGCCTCAAG 


ACGTTGGATGAGCTTTGCACCCTGTGATGC 


922359 


ACGTTGGATGTCAAGCGATCCTCTTCAGCC 


ACGTTGGATGATTCATTCCAAGACCGGGTG 



-19- 



Atty. Dkt. No. SEQ-4072-UT 



930672 . 


ACGTTGGATGGTGGGTTACTTGGTCCATAC 


ACGTTGGATGACAGAGCAAGACCTTCTCTC 


936513 


ACGTTGGATGGTATGAAGTTCTTTGCAGAGT 


ACGTTGGATGTACTACTGCACTCCAGCCTG 


1375999 


ACGI IGGAIGCCAI ICI I I IACCI IGAACC 


ACGTTGGATGCAGAGACTTGCAGAATGGAC 


1376000 


ACGTTGGATGATAGCTGATGGTGTGCTGAG 


ACGTTGGATGAAGCTTGCCTCCCAAGTTAG 


1376001 


ACGTTGGATGCAAACAATCCCATTACACAG 


ACGTTGGATGCAGTACAACAGGGTGGCTATC 


1450270 


AC GTTG G ATG C C AT ATC AC ATG G AT ATG AG G 


ACGTTGGATGCATGGCTTCTCTTACACCTG 


1450273 


ACGTTGGATGGCTGCATATAAGAGACACATG 


ACGTTGGATGGCCACTCCAGC I I ICI I I IG 


1450274 


ACGTTGGATGTGAGAGGAAGCCTGGTGTTG 


ACGTTGGATGAAGCTTGCCTCCCAAGTTAG 


1562781 


ACGTTGGATGTATGTCTCCTGCCTTCTTCC 


ACGTTGGATGGGAAAGAAGCTTGATGTGGC 


2071019 


ACGTTGGATGGGTAAACAACTGACCCATCC 


ACGTTGGATGCCTGGGAAATAACCATGAGC 


2071020 


ACGTTGGATGAATTCACAGCTAAGCCTCCC 


ACGTTGGATGTTCAGCTCCAGCTGCATGTT 


2198008 


ACGTTGGATGGTAGAAGTTTAGTATATGATG 


ACGTTGGATGCCCTGTCATTTCAAATACCG 


2198009 


ACGTTGGATGCTTGTGCCAATCCCACAATG 


ACGTTGGATGGCAGAAGTCTAGCCAAGAAC 


2198010 


ACGTTGGATGCTTGTGCCAATCCCACAATG 


ACGTTGGATGAATGCAGAAGTCTAGCCAAG 


2403330 


ACGTTGGATGTAACTCTGAGACCCAAGGAC 


ACGTTGGATGCCAGACAGTTGTGTGTTGAC 


2923115 


ACGTTGGATGGGATTACCCTAAGGATCCAC 


ACGTTGGATGAGAGGAATTCAGTTGCTGCC 


2923117 


ACGTTGGATGTTGAGTCCAAGAGGTTGAGG 


ACGTTGGATGAGACAGTCTTGCTCTGTCAC 


2957666 


ACGTTGGATGTACTTGGGAGACTGAGGTAG 


ACGTTGGATGGCATAGTGGTGTGATCATGG 


2957667 


ACGTTGGATGAGAATGGTCTTTCCCACTCC 


ACGTTGGATGATGGATTACGGAAGGAATAC 


2957669 


ACGTTGGATGTACTGAGACTCCCAGCATTG 


ACGTTGGATGGTGTGCAGCTTAGTAAGTGC 


2957670 


ACGTTGGATGTCATGTGATTCTCCTGCCTC 


AC GTTG G ATG GTGAAACC C C GTCTCTACTA 


2957675 


ACGI I GGA I GAGAA I GAC I IGGGI I I IGGG 


ACGTTGGATGCAGTGAGTTGTGACAGCACC 


2957677 


ACGTTGGATGGTCTTTCTCAATCCCAGCAC 


ACGTTGGATGACGAGATCTCCTTGTGTTGC 


2957678 


ACGTTGGATGAAGACCTCAGGATGTGATGC 


ACGTTGGATGATGACCCCGTTTCTTTGCAC 


2957679 


ACGTTGGATGAGTTCGTCAGAGAGATGTCC 


ACGTTGGATGGAGCACATGGATTCACAGAG 


3741043 


ACGTTGGATGGACATCAGAAGCTAATTGGG 


ACGTTGGATGCTTCTTAATGGTAGGGCCAG 


3741044 


ACGTTGGATGTTTGTTATGCAGAGGTGGCC 


ACGTTGGATGTAGATGGGCTCTTCTTGGAC 


3741045 


ACGTTGGATGAACTGAGCTTCAGACTTCCC 


ACGTTGGATGTCAGACCTGTAGATGGGCTC 


3891547 


ACGTTGGATGGCCATCAAGTTTGTGGCAAT 


ACGTTGGATGAAGCTATATGGAGCCCAAGG 



TABLE 27 



dbSNP 


Extend 


Term 


rs# 


Primer (SEQ ID NOS 697-732) 


Mix 


752373 


GGGACCAGGTGGAGATAA 


ACG 


763470 


AGAAAACI I IGIGCCGI I I ICI 


ACT 


763471 


CCAGGCAGCAACTCCCT 


ACT 


763471 


CTCCAAGCAGTAAAGATGTTC 


CGT 


89901 1 


TTGGI I I I AGAGGATTGCTCC 


ACG' 


89901 1 


GGTTTTAGAGGATTGCTCC 


ACG 


922359 


TCATGCCTATAATCCAAGCA 


ACT 


930672 


AAAAGCAAGAAACAACAGCA 


CGT 


936513 


AGACAGGGTGAGACCTC 


ACT 


1375999 


TATGCTGCATATAAGAGACACAT 


ACT 


1376000 


ACATATTTCTGGTCTCCA 


ACT 
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1376001 


ACAGGGTGGCTATCATTAAC 


ACT 


1450270 


TGTGAACTGAAAAGTCAAG 


ACT 


1450273 


C I I GAACC I A I I ICIGI MM 


ACT 


1450274 


CTCCCAAGTTAGATTGGTTA 


ACT 


1562781 


CTTGATGTGGCTGAAGT 


CGT 


2071019 


GTGCTGTTGAAATCCTGGG 


ACT 


2071020 


AACCCTTTGTCAGCTGAA 


ACT 


2198008 


CAGGC MM GGC I AAGA I CAAG 


ACT 


2198009 


AG I GAAGAA I I I rCCCTAl IAGAI 


ACT 


2198010 


AAGTCTAGCCAAGAACATTT 


ACT 


2403330 


CTCCCACTCCTCTCATCAG 


ACT 


2923115 


GTTGCTGCCCGCTTTCC 


ACG i 


2923117 


CTCTGTCACCCATGCTGGA 


ACT 


2957666 


ACCTCCTGGGCTCAAGC 


ACT 


2957667 


G G AAG G AATACTAAAG AAC AA 


CGT 


2957669 


AGTAAGTGCTGTGATGCACC 


ACT 


2957670 


TAGCTGAGCATGGTGGC 


ACT 


2957675 


AGCATGGGTGACAGAGC 


ACT 


2957677 


TGTGTTG C C C AG ACTAG 


ACT 


2957678 


ACTCCCTGGCCTCCCCT 


ACG 


2957679 


TCACAGAGCTGCCAGGG 


ACT 


3741043 


CAAAA7TCTCCTGCCAC 


ACT 


3741044 


GGGGAAAGGGAAGTCTG 


CGT 


3741045 


TAGATGGGCTCTTCTTG 


ACT 


3891547 


TATGGAGCCCAAGGATGACC 


ACT 
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Please delete paragraph [0283] and replace it with the following paragraph: 

[0283] The methods used to verify and allelotype the proximal SNPs of Table 29 are 
the same methods described in Examples 1 and 2 herein. The PCR primers and extend 
primers used in these assays are provided in Table 30 and Table 31, respectively. The 
methods used to verify and allelotype the proximal SNPs of Table 29 are the same methods 
described in Examples 1 and 2 herein. The PCR primers and extend primers used in these 
assays are provided in Table 30 and Table 31, respectively. 
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TABLE 30 



dbSNP 
rs# 


Forward 

PCR primer (SEQ ID NOS 733-778) 


Reverse 

PCR primer (SEQ ID NOS 779-824) 


726215 


ACGTTGGATGAACTGAGCCCCATGAAATGC 


ACGTTGGATGAAAACAGCAATTGAGAACAC 


966783 


AC GTTG G ATG CTC CTG AATTTTAG C C ATAC 


ACGTTGGATGTACGCAATAGTTCCTGGGAG 


998329 


ACGTTGGATGGAAGAGCACATTATTTGCTGG 


ACGTTGGATGACACACTGGTGTTTTGTCAG 


1387472 


AC G TTG G ATG G AAAG G C CTTG AATTG G AAC 


ACGTTGGATGGTTCTGCTAGTGTCATCTTC 


1484119 


ACGTTGGATGGCAGCTACAATCATAAAGGG 


ACGTTGGATGTGTGCCCTTAATAATGGTTG 


1484120 


ACGTTGGATGATGGTCATGGCATCCAGTTC 


ACGTTGGATGGGCTGGTTTCTGACACTATC 


1489479 


ACGTTGGATGGGAGCATCAGTCATTTTGGG 


ACGTTGGATGCACCAGGACATAACATGACG 


1489480 


ACGTTGGATGGGGTTGTGGAGAATCATTAC 


ACGTTGGATGGGTGGCAGTAATCTTCACTT 


1489481 


ACGTTGGATGTCTCTGCAGTTGAGGAGATG 


ACGTTGGATGTTGGGAAAGGCCATCAAGTC 


1489482 


ACGTTGGATGCTCTGGATAAAAGACTCAGC 


ACGTTGGATGCCCTTCCAACAGCTATCTGG 


1489483 


AC GTTG G ATGTTG GTTTG CTATC AATG AAG 


ACGTTGGATGGATAGGTGTACACATATAGC 


1489486 


AC GTTG G ATG AAAAAAC AC AC C AC AG C C C C 


ACGTTGGATGCTTCGTATTTGGCTCTGACC 


1552280 


ACGTTGGATGATGAAAAGTGACACCCATCC 


ACGTTGGATGTCTGAAGCTGTTGAATCAGG 


1565288 


AC GTTG G ATGTAG C C AATTG GTG AAC ACTC 


ACGTTGGATGCTGCCAGTCATAAGGCAAAG 


1844334 


ACGTTGGATGGCCAAGGAAACTAATTCCTG 


ACGTTGGATGCACTTTGGAAGACAGTTCGG 


1872203 


ACGTTGGATGGTTGCATTAGCTGTTATTCTC 


ACGTTGGATGCCAGCAATTCTATTTCAGAG 


1905520 


ACGTTGGATGCATGGTTTATACTTACTTACG 


ACGTTGGATGGTTTATTCCTGTTTCCACAC 


2029395 


ACGTTGGATGGGAGGGAGACAAAGATTCAC 


ACGTTGGATGGCAACAGTTTCACCTTTGGC 


2029397 


ACGTTGGATGCTCACAGTCCTGAAGACTTG 


ACGTTGGATGTGGAAGTGAAGGAGAGAAGC 


2046777 


ACGTTGGATGGGACTTCAAATATGGTTCAC 


ACGTTGGA TGTTAAGCC I GGGAC I I I IGGG 


2046778 


ACGTTGGATGGTTCCCTTCCCCCATAAAAC 


ACGTTGGATGCATGAAGCCTTATGCTTGAG 


2054708 


ACGTTGGATGCTAGGCATATCATGCCTCTG 


ACGTTGGATGTTGAGCTCACTGTTACCTGC 


2078403 


ACGTTGGATGTGTGCTCAGGATCGACAGAC 


ACGTTGGATGACTCGAGACAACCTACAAGG 


2086832 


ACGTTGGATGCTTTTGAGCATCACATTCCTC 


ACGTTGGATGTGCCTAAGCACTGTATAACC 


2129108 


ACGTTGGATGAACTCCCAGTAAGTCCTTCC 


ACGTTGGATGACTCAGGCAGTAACTCCAAC 


2129111 


ACGTTGGATGTACACTTTTCCCGCAAGACC 


ACGTTGGATGGTCATGGACATCTACAGTATC 


2170850 


ACGTTGGATGGAAGGCCAATGCAAGGATAC 


ACGTTGGATGAAGAACACACAAAAAAAT 


2279472 


ACGTTGGATGGAGAAGAGCATTGGTTGCTG 


ACGTTGGATGTGCCCACAAGTGCTATCTAC 


2291304 


ACGTTGGATGGTCTCAGGAAGGTTTAGAGG 


ACGTTGGATGAAAAGACAAACGATATGGCC 


2291305 


ACGTTGGATGCATGATTTCAAAATCATGTTC 


ACGTTGGATGGAGATGTACAGTATGAGTCC 


2291306 


ACGTTGGATGCAGCGACTAGTCATTAACCG 


ACGTTGGATGCAGTTGGTTTCAACTCTGCC 


2291309 


ACGTTGGATGCATTGTTGTTCCTACCATTC 


ACGTTGGATGAAAGTGGTAAAGGAGAGGCG 


2291310 


ACGTTGGATGGTGCTTGATACTTGGCCTAC 


ACGTTGGATGCAACTGGAAATTGCCGAAGC 


2291311 


ACGTTGGATGTCAACATTTACTCCTAGCTC 


ACGI IGGAIGAI I I I GGGC I G I'GGTCTTCC 


2291312 


ACGTTGGATGTGTATTCTCCTGCATCGCTC 


ACGTTGGATGTCCAAGTTCAAGAACGACAC I 


2291313 


ACGTTGGATGTTCGAGTTTACCGTATGGTG 


ACGTTGGATGGATCACAGACAGGTCAGTTG 


2306636 


ACGTTGGATGCTGAGACCAGTCTGTGTTTG 


ACGTTGGATGGTTTCCCATGACACTGTTCC 


2306637 


ACGTTGGATGCTACTACTATTTCTGGAGTC 


ACGTTGGATGCTTATGCATTTCAACTGCCAC 


2366911 


ACGTTGGATGGTAGATGCTTGAATCAATAAAG 


ACGTTGGATGATAGCAGCTCCAGAACTAGG 


2366912 


ACGTTGGATGGAACTGTTGTTGAATGGGAC 


ACGTTGGATGCAATACTTGTAAAATAGCAGC 


2366913 


ACGTTGGATGCTATCTGTATTCTCATGGCTG 


ACGTTGGATGTTACCTAGTTCTGGAGCTGC 


3769858 


ACGTTGGATGCTACATGTCCATGGTTTGATG 


ACGTTGGATGGCATCAACCTTTATGCCAAG 


3769860 


ACGTTGGATGGTATACAGAATATTGCATGCC 


ACGTTGGATGGAACATCATTGAAGGTAAAG 


3769863 


ACGTTGGATGCAAGGATTTATTACATGCTG 


ACGTTGGATGGTCATCAGGAGAAAGTAAGC 


3816782 


ACGTTGGATGGAGGAAACCAGAGCTTCAAG 


ACGTTGGATGCAGCACGCTGTTTCTCAATG 
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3816849 I ACGTTGGATGAACCAGCTCACCTCAGGAAC I ACGTTGGATGTTTGTGGTGCCCATTCAAAC 

TABLE 31 



a Do IN r 


cxienu 


Tprm 

1 d III 


rs# 


Primer (SEQ ID NOS 825-870) 


Mix 


726215 


Tip A /~> A AOAOAOOA TO O 

TTGAGAACAOAGGA I 


APT 

AG 1 


966783 


0 I COCA 1 1 1 1 oo 1 G 1 1 o 


APP 
AOo 


998329 


GG1 bil 1 Ivjl CAG 1 AGAA 1 1 


AUo 


1387472 


A OT A O A A A r*Tn I PPTTA OO 

AOTAOAAAC lull UU 1 1 AUt 


oriT 
Go 1 


14841 19 


PTTPTTTATPTTATPTTATPTPTT 

ol IGi 1 IATGMAIGI 1 Alolol 1 


APT 


1484120 


Tr»Trr k r i T^ a o~n — rrTPP 
TGI GCO 1 CAG 1 1 1 C 1 


PPT 

Go 1 


A A Qf\ A 7« 

1489479 


O A O A OPTPTA A TTPTAO A O O 

GACAGC IG IAA 1 1 o 1 AGAGO 


AOT 

AG 1 


a a on yi on 

1489480 


oto a a to a o att ta oo oto 
C1CAAI0ACAI 1 IAGOOIC 


AOT 

AG 1 


<4 jI on AO A 

1489481 


T r*~r r> a i i O TTOr> ATT A ATATOTP 

TCTGATTGTTCCATTAATATCTG 


A OT 

AG 1 


a a no A oo 

1489482 


O A OOT A TOTOO A A A T^TTPTTTP A 

u CAGCTATCTGGAAATCTTG 1 1 1 GA 


OOT 

GG 1 


h a oo /too 

1489483 


^tat a O ATATA^r* A A O OTO A 

GTGTACACATATAGCAAOOTOA 


A OT 

AG 1 


1489486 


ototo a r»PTOT/^ a oot a o 

CTCTGACCTGTGAGCTAC 


A OT 

AG 1 


1552280 


GCTGTTGAATCAGGA 111 GAIT 


A OO 

ACG 


1 565288 


/~\ AAA ^> AAA /*\ A T" A /"^ AAA 

GGCAAAGAAACACTAGAAA 


ACG 


A t\ A A A 

1 844334 


A OH — r-0> s-\ /-\ a O 1 1 1 OvTT 

CAGTTCGGCAG I 1 1 CTT 


A OT 

ACT 


1872203 


AAAAAATCATGAAAAGGAGCATG 


OOT 

CGT 


»4 OO C COO 

1905520 


ACAAGTC Mil CATGGTC 


A OO 

AGG 


onooonr 

2029395 


O A A A A TO A A O O A A O A ^TT A TO A 

CAAAA IGAAGoAACACTTATCA 


A OO 

AGG 


oooooo^ 

2029397 


AGO 1 C I G I I GGCAC I 1 1 


AOT 

AG 1 


2046777 


/-> A OO OTP A TT A TTTP TTTP O OT A 

GAGCCTGATIAI 1 IGI I IGGGIA 


A OO 

AGG 


2046778 


OTfTP A TO A TTP A O A PPTPP 

0 1 G 1 OA 1 GA 1 1 GAGAGG 1 CO 


AOT 

AG 1 


OOC A ~70 o 

2054708 


OOTOOOOOTOO A A OOO A AO 

GO I GGGGO 1 GGAAGGCAAG 


A OO 

AGG 


OO"70 il OO 

2078403 


O O OTO OAOOA A O A A TT A 

GGGTGGAGGAAGAA I 1 A 


A OO 

AGG 


2086832 


OA A TOT A A TO OTTO O A T A O AT 

GAA 1 G 1 AA 1 OO I 1 GGA 1 AGA 1 


OOT 

Go 1 


O A OO H OO 

2129108 


O A A OT A O ATA OTO A O A O 1 1 1 

GAAG 1 AGA 1 AG 1 GAGAG 1 1 1 


A OT 

AG 1 


O H OO AAA 

21291 1 1 


TATAOOOA ATA OTTO OTOOO 

TATAGGGAA 1 AG 1 1 GG 1 GoG 


APT 

AG 1 


O 4 ^o o c o 

2170850 


OA AOAOAOAA AAAAA 1 1 1 A A TO A 

GAACAGAGAAAAAAATTTAA I GA 


A OT 

AG 1 


O O "70 > ^O 

2279472 


G 1 G 1 1 1 AAAGG 1 GGA 1 1 1 1 G 


A OT 

AG 1 


0004 o o >< 

2291304 


OO AT ATOOOO ATTTTOO 

CGA1AIGGCCAI 1 1 1 GG 


AOT 

AG 1 


OOQ1 one 


P ATATTPAP APA ATPhP.P,AAAA 
Un 1 M 1 1 UMwM^/A/A 1 OOOMM/VA 


UO 1 


2291306 


CTG C C AACTATC AG CTT 


ACT 


2291309 


GCGAGACCATGGCATATAACA 


ACT 


2291310 


AACTTACACGTTTGTTGCTA 


ACT 


2291311 


GTGGTCTTCCGGATATCA 


ACG 


2291312 


CGACACAAATATGTAGTGGA 


ACT 


2291313 


TGTCTTGCTACATTCCAGT 


ACT 


2306636 


TCCAGTAAAATGGTTCCATAAGA 


ACT 


2306637 


TCAACTGCCACAAAATG 


ACT 


2366911 


TTCCTTTGTCCCATTCA 


ACT 


2366912 


TGTAAAATAGCAGCTCCAGAA 


CGT 
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2366913 


ATTCTAAATGGAAAAAGAGCCA 


ACG 


I 3769858 


TGCCCTGAATGTGCCTC 


ACT 


3769860 


GGATAAGCATATGTAACTTTACG 


CGT 


3769863 


AAGTAAAAAGGACATAAAAACCT 


ACT 


3816782 


GTTGATGGAACAACATAAAA 


CGT 


3816849 


G C C C ATTC AAAC ATAAAG 


ACT 
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